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Modern neuroimaging studies obtain more data than ever before. What is more, researchers are 
linking brain imaging metrics with genetic, phenomic, and other equally large data structures. 
Analysis of these data require efficient but heterogeneous processing workflows which take ad-
vantage of grid compute clusters. In this series of presentations, we will introduce the use of the 
LONI Pipeline workflow environment and showcase its use for large-scale neuroimaging and 
genomics data processing and informatics. If you are interested in large-scale science, then this 

will certainly be of interest to you and your research program.
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